Table S1. Comparison of GO terms among Arabidopsis subcellular proteomes

Biological Process WG EVs EVs+Ps ARA7 ARA5 PD RABG3f ARAB PM CLC2 GOT1 VAMP711

Other Cellular Processes 24.04% 22.39% 22.51% 25.119% 25.269% 24.066% 25.565% 25.082% 22.442% 24.821% 24.656% 25.123%
Other Metabolic Processes 18.44% 12.34% 11.54% 18.278% 18.168% 17.116% 19.272% 18.220% 12.646% 18.774% 18.184% 18.093%
Response to Stress 6.05% 13.23% 14.97% 7.216% 7A77% 9.557% 7.906% 7.457% 11.915% 7.276% 7.824% 7.929%
Response to Abiotic or Biotic Stimulus 5.78% 13.23% 14.63% 8.016% 7.856% 10.310% 8.260% 8.418% 11.915% 8.075% 8.653% 9.019%
Transport 3.83% 10.75% 10.40% 7.794% 7.479% 7.385% 7.080% 7.303% 10.892% 6.825% 7.515% 8.256%
Other Biological Processes 5.38% 10.55% 9.94% 7.777% 8.121% 8.920% 7.886% 7.726% 8.699% 8.178% 8.440% 7.793%
Cell Organization & Biogenesis 3.70% 4.98% 4.23% 6.773% 6.893% 5.445% 6.509% 7.015% 5.336% 6.825% 6.496% 6.812%
Protein Metabolism 6.68% 3.98% 3.77% 6.773% 7A77% 6.632% 6.804% 6.861% 7.237% 7.502% 7.515% 6.948%
Signal Transduction 2.09% 2.49% 2.51% 1.378% 1.303% 1.419% 1.239% 1.172% 2.412% 1.209% 0.972% 1.172%
Developmental Processes 5.82% 3.58% 3.43% 6.620% 6.421% 5.097% 5.447% 6.342% 4.094% 6.169% 6.069% 5.313%
Electron Transport or Energy Pathways 0.46% 0.40% 0.34% 1.208% 1.114% 1.622% 1.259% 1.134% 0.073% 1.291% 1.138% 1.253%
Transcription, DNA-Dependent 3.16% 0.40% 0.23% 0.545% 0.699% 0.348% 0.374% 0.653% 0.073% 0.717% 0.499% 0.327%
Unknown Biological Processes 13.40% 1.39% 1.37% 1.838% 1.624% 1.564% 1.672% 1.749% 1.535% 1.455% 1.422% 1.390%
DNA or RNA Metabolism 1.18% 0.30% 0.11% 0.664% 0.699% 0.52% 0.728% 0.865% 0.731% 0.881% 0.616% 0.572%




